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Conclusions	
  

•  Proposed	
  fuzzy	
  Petri	
  net	
  approach	
  can	
  be	
  used	
  to	
  semi-­‐quanHtaHvely	
  
model	
  biological	
  processes	
  as	
  demonstrated	
  on	
  degradaHon	
  

•  Can	
  be	
  used	
  to	
  augment	
  exisHng	
  methods	
  where	
  kineHc	
  data	
  or	
  
parameters	
  are	
  missing	
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